
9/13/2018 KEGG GENOME: Lactobacillus crispatus

https://www.genome.jp/dbget-bin/www_bget?gn:T01222 1/1

   GENOME: Lactobacillus crispatus

Entry T01222            Complete  Genome                                   
Name lcr, 748671 
Definition Lactobacillus crispatus ST1 
Annotation KOALA

Taxonomy TAX:748671
  Lineage Bacteria; Firmicutes; Bacilli; Lactobacillales; Lactobacillaceae;

Lactobacillus

Data source GenBank (Assembly:GCA_000091765.1) 
BioProject:46813 

Comment Originally isolated from the crop of a chicken. 
Chromosome Circular
  Sequence GB:FN692037
  Length 2043161
Statistics Number of nucleotides:       2043161 

Number of protein genes:        2024 
Number of RNA genes:              76 

Created 2010 
Reference PMID:20435723
  Authors Ojala T et al.
  Title Genome sequence of Lactobacillus crispatus ST1.
  Journal J Bacteriol 192:3547-8 (2010) 

DOI:10.1128/JB.00399-10
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