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   GENOME: Lactobacillus helveticus H9

Entry T03040            Complete  Genome                                   
Name lhh, 767456 
Definition Lactobacillus helveticus H9 
Annotation KOALA

Taxonomy TAX:767456
  Lineage Bacteria; Firmicutes; Bacilli; Lactobacillales; Lactobacillaceae;

Lactobacillus

Data source GenBank (Assembly:GCA_000525715.1) 
BioProject:49151 

Comment Isolated from kurutin Tibet of China. 
Chromosome Circular
  Sequence GB:CP002427
  Length 1871119
Statistics Number of nucleotides:       1871119 

Number of protein genes:        1695 
Number of RNA genes:              72 

Created 2014 
Reference PMID:25499075
  Authors Chen Y et al.
  Title Complete genome sequence of Lactobacillus helveticus H9, a probiotic

strain originated from kurut.
  Journal J Biotechnol 194:37-8 (2015) 

DOI:10.1016/j.jbiotec.2014.11.038
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