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Genome info Pathway map Brite hierarchy Module Genome map Blast Taxonomy

Genome information

T number T00337

Org code lsl

Aliases LACS1, 362948

Full name Lactobacillus salivarius UCC118

Definition Lactobacillus salivarius UCC118

Annotation manual

Taxonomy TAX: 362948

    Lineage Bacteria; Firmicutes; Bacilli; Lactobacillales; Lactobacillaceae; Lactobacillus

Data source RefSeq (Assembly: GCF_000008925.1)
 BioProject: 58233

Comment Isolated from the terminal ileum of a (otherwise healthy) patient undergoing urinary tract reconstructive
surgery.

 
Chromosome Circular

    Sequence RS: NC_007929 (GB: CP000233)

    Length 1827111

Plasmid pMP118; Circular

    Sequence RS: NC_007930 (GB: CP000234)

    Length 242436

Plasmid pSF118-44; Circular

    Sequence RS: NC_006530 (GB: AF488832)

    Length 44013

Plasmid pSF118-20; Circular

    Sequence RS: NC_006529 (GB: AF488831)

    Length 20417

Statistics Number of nucleotides: 2133977
 Number of protein genes: 2013

 Number of RNA genes: 99
 

Created 2006

Reference PMID: 16617113

    Authors Claesson MJ et al.

    Title Multireplicon genome architecture of Lactobacillus salivarius.

    Journal Proc Natl Acad Sci U S A 103:6718-23 (2006)
 DOI: 10.1073/pnas.0511060103
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